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Main Research Activities

In recent years Dr. Raggi research activity has been mainly focused on
the study of genetic diversity and its evolution in barley (Hordeum
vulgare) [1,2], common bean (Phaseolus vulgaris) [3,4], myrtle (Myrtus
communis) [5] and in two different species of the Brassica genus [6-8].
He was also involved in the development of cultivars for sustainable
agriculture in barley [9] and common bean [4-10]. Flowering time control
in beans, and the genes involved in the process, were also target of his
research activity by means of association studies on candidate genes [11]
and genome wide [12]. Other researches concerned the study of the
microbiome of the seeds of different common bean varieties [13], the
usefulness of molecular markers in analyzing artworks [14,15] and
classify different truffle species [16-18].
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