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ACADEMIC FORMATION 

2005: Ph.D. degree in Biology and Ecology, University of Perugia. 

2001: National Qualification to the profession of Biologist obtained by the University of Perugia. 

2000: "Laurea" (Master's Degree) cum laude in Biological Sciences. University of Perugia.  

 

PREVIOUS POSITIONS  

2016-2019: Assistant Professor (Senior Research contract, RTDb) in Genetics (SSD BIO/18), Dept of 

Chemistry, Biology and Biotechnology, University of Perugia. 

2013-2019: Assistant Professor (three-year Junior Research contract RTDa) in Genetics (SSD BIO/18), 

Dept of Chemistry, Biology and Biotechnology, University of Perugia. 

 

RESEARCH INTERESTS  

Her research activity mainly focuses on: 1) the analysis of nuclear and mitochondrial DNA sequence 

variation in order to shed light on human and animal origin, evolution and dispersal routes; 2) the use of 

molecular markers for the analysis of intraspecific biodiversity. 

 

PROJECTS PARTECIPATION 

• PRIN2022 “Rendeneri people and their cattle: a Dolomite valley genomic perspective” Research Unit  

Coordinator (cod.2022SNEBJY) 

• iTAGC: iTalian ArchaeoGenomiCs in the peninsula’s “heart” Fondazione Human Technopole capofila 

University of Pavia 

• German Research Foundation 2020 EG 64/5-1 “Bisenzio. Multi-disciplinary research on a major Etruscan 

centre from the Late Bronze Age to the Archaic period” Team member, in charge of genetic analyses. 

• FISR 2020 COVID “Study of the structure-function relationship of SARS-CoV-2 protein E for the 

development of therapeutic agents in the treatment of Covid-19” (FISR2020IP_03461). Team member 

• Bando Ricerca di Base 2017 - “Combining paleolimnological and genetic analyses to disentangle 

anthropogenic/climate impacts on a perturbed lake ecosystem”. Principal Investigator.  

• National Geographic Society Grant Application (HJ-115ER-17). “Could mitochondrial haplogroup H in the 

heart of Asia unveil a far echo from the West?”. 2018. Team member 

• PRIN 2012. Projects of Relevant National Interest. Project title: “Human genetic prehistory: times and 

modes of geographic and demographic expansions by using highly resolved (calibrated) molecular 

phylogenies” (cod. 2012JA4BTY). 

• FIRB-Futuro in Ricerca 2012. “The genetic history of Italy as traced by genomic analysis of humans and 

domesticated animals” (cod. RBFR126B8I). 

• FIR-Futuro in Ricerca 2008. “The parallel genetic history of humans and domesticated animals” (cod. 

RBFR08U07M). 

• F.I.S.R. 2006-2009. “Integrate model for evolution of natural and agricultural ecosystems in response to 

climatic changes in the Mediterraneo (M.I.C.E.N.A.)”  
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