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Education

2017-2022

2016

2014-2016

2008

2003-2008

PhD in Biological Sciences (genetics) with the project “Investigation of the role
of long non-coding RNAs in the context of Ewing sarcoma”. Laboratory of
Bioinformatics and Computational Biophysics, UNESP, Brazil.

Supervisor Dr. Ney Lemke.

Visiting researcher at Weill Cornell Medical College, working with cancer
genomics.
Supervisors Dr. Ethel Cesarman and Dr. Olivier Elemento.

Masters in Biological Sciences (Genetics) with the project “High scale genomic
analysis of repetitive elements focusing on B chromosomes of Astatotilapia
latifasciata cichlid”. Integrative Genomics Lab. UNESP, Brazil.

Supervisor Dr. Cesar Martins.

Visiting Student at University of Columbia-Missouri with rotations through
small animal soft tissue surgery, oncology, cardiology, and internal medicine.

Doctor in veterinary medicine (D.V.M.). UDESC, Brazil.

Professional Research Experience

2022

Awards

2014

Postdoc at University of Perugia.
Bioinformatics of ChIP-Seq and CUT&RUN datasets.

The Sao Paulo Research Foundation (FAPESP)
Fellowship during 24 months of MS in Biological Sciences (Genetics)
(2014/16763-6)

Technical Skills

Computer skills

e Programming languages: R, python, bash

e Experience with linux system admin with ubuntu, centOS and SUSE Enterprise

e Implementation of apache server and management of Sacibase
(http://sacibase.ibb.unesp.br/), a database to visualize sequencing data using JBrowse

e Specific tools used daily including Git, Docker, R Markdown and Jupyter
Bioinformatics skills
e Data analysis of high-throughput sequencing data including DNA-seq, RNA-seq and ChIP-

Seq

¢ Genome informatics (RepeatMasker, RepeatExplorer, BAM files, bowtie, samtools, GATK,
bedtools, hisat2, stringtie)

e RNA-Seq analysis of coding and IncRNA (assembly, annotation, and quantification -
Salmon, DESeq2, edgeR)

e Known R and Bioconductor packages (tidyverse, GenomicRanges, WGCNA, etc)


http://sacibase.ibb.unesp.br/

Lab Techniques

DNA and RNA extraction, PCR, Sanger sequencing, fluorescent in situ hybridization, qPCR
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Navigating the sea of genomic data. 2016. XVI Genetics Workshop. UNESP, Botucatu, Brazil

8 hours course to undergrads, covering NCBI databases, global and local alignments, genome
assembly and annotation, repetitive element analysis and precision medicine applications

Exploring repetitive DNA with RepeatExplorer pipeline. 2015. I Pro-Amazon Workshop. UFPA,
Belém, Brazil

Methodology and applications of RepeatExplorer



Workshop and Course Attendances

2021 | NGS - Genome Variant Analysis - Swiss Institute of Bioinformatics
2020 | X-meeting eXperience 2020.

2018 | Second AACR International Conference - Translational Cancer Medicine: Cancer
Discoveries for Clinical Application. 2018.

2018 | Frontiers in Molecular Oncology.

2016 | Plant & Animal Genome XXIV.

2015 | I Pro-Amazon Workshop.

2015 | XV Genetics Workshop.

2015 | 4t Cytogenetics Brazilian Reunion.

2015 | I Genomics Course. (40h). FEPAF, UNESP, Brazil.

2015 | How to perform and to apply ChIP in cytogenetics. (3h). 4th Cytogenetics Brazilian
Reunion, Brazil.

2015 | Bioinformatics Summer Course. (38h), USP, Brazil.



